AMENDMENTS TO THE CLAIMS: 

The following is the status of the claims of the above-captioned application, as amended. 

Claims 1 -57 (Canceled) 

Claim 58 (Currently amended). A- An isolated mutated prokarvot i c Bacillus cell, which has a 
reduced expression-level of polypeptide having at least 90% sequence identity to YusZ (SEQ I D 
NO's: 2 or 25). YusX (SEQ ID NO: 4 ) the polypeptide of SEQ ID NO: 2, SEQ ID NO: 25. or SEQ ID 
NO:4 , or homoloqu e s th e r e of, and a nd w hich secretes higher amounts of at least one heterologous 
polypeptide of interest, when compared with an otherwise isogenic but non-mutated cell. 

Claims 59-60 (Canceled). 

Claim 61 (Previously presented). The cell of claim 60, which is a B.alkalophilus, 
B.amyloliquefaciens, B.brevis, B.circulans, B.clausii, B.coagulans, B.lautus, B.lentus, 
BMcheniformis, B.megaterium, B.stearothermophilus, B.subtilis, or B.thuringiensis cell. 

Claim 62 (Currently amended). The cell of claim 58 A wherein the polypeptide has at least 95% 
sequence identity to the polypeptide of SEQ ID NO: 2. SEQ ID NO: 25 or SEQ ID NO:4.fo e-¥usZ 
or YusX homologu e s comprise an am i no acid s e quenc e at le ast 70% id e ntica l to the s e qu e nc e 
shown i n SEQ I D NO's: 2 or 25; or SEQ I D NO: 4, r e sp e ct i v e ly. 

Claim 63 (Currently amended). The cell of claim 58, which i s mutated in yueZ (SEQ I D NO's: 
1 or 24). vugX (SEQ I D NO: 3). and/or vueY (SEQ I D NO: 51 or homo l oqu e s th e r e of. w herein the 
polypeptide has at least 97% sequence identity to the polypeptide of SEQ ID NO: 2, SEQ ID NO: 
25 or SEQIDNO:4. 

Claim 64 (Currently amended). The cell of claim 63, wherein 

the polypeptide has at least 99% sequence identity to the mature polypeptide of SEQ ID NO: 2, 
SEQ ID NO: 25 or SEQ ID NO: 4. 

th e yusZ, yusX } and/or yusY homo l ogu e s encod e a po l yp e pt i d e hav i ng an am i no ac i d sequenc e at 
le ast 70% ident i ca l to tho s e qu e nc e shown in SEQ I D NO's: 2 or 25, SEQ I D NO: 4, or SEQ I D NO: 
6, r o sp e ct i v el y. 

Claim 65 (Currently amended). The cell of claim 63, wherein 
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the polypeptide comprises the polypeptide of SEQ ID NO: 2, SEQ ID NO: 25 or SEQ ID NO: 4. 
th e yusZ, yusX, and/or yusY homologues hav e a nuc le ot i d e s e quenc e at l east 70% i d e nt i ca l to th e 
s e quonc o shown i n SEQ I D NO's: 1 or 24, SEQ I D NO: 3, or SEQ I D NO: 5, respect i ve l y. 

Claim 66 (Previously presented). The cell of claim 58, which is mutated in at least one 
polynucleotide, where a subsequence having a size of at least 100 bp of the at least one 
polynucleotide hybridizes with a polynucleotide having the sequence shown in SEQ ID NO's: 1 or 
24, SEQ ID NO: 3, or SEQ ID NO: 5, or the respective complementary sequences, under medium 
stringency hybridization conditions. 

Claim 67 (Previously presented). The cell of claim 58, wherein the at least one heterologous 
polypeptide comprises an enzyme. 

Claim 68 (Currently amended). A method for producing a polypeptide of interest, said method 
comprising the steps of: 

a) cultivating a mutated prokarvot i c Bacillus cell, which has a reduced expression-level of 
polypeptide having at least 90% sequence identity to the polypeptide of SEQ ID NO: 2, 
SEQ ID NO: 25 or SEQ ID NO: 4, Y usZ (SEQ I D NO's: 2 or 25) , YusX (SEQ I D NO: 4), or 
homo l ogu e s th e r e of , and which secretes higher amounts of the polypeptide of interest, 
when compared with an otherwise isogenic but non-mutated cell; and 

b) isolating the polypeptide of interest. 

Claim 69-70 (Canceled). 

Claim 71 (Previously presented). The method of claim 70, wherein the cell is a B.alkalophilus, 
B.amyloliquefaciens, B.brevis, B.circulans, B.clausii, B.coagulans, B.lautus, B.lentus, 
B.licheniformis, B.megaterium, B.stearothermophilus, B.subtilis, or BAhuringiensis cell. 

Claim 72 (Currently amended). The method of claim 68, wherein the polypeptide has at least 
95% sequence identity to the polypeptide of SEQ ID NO: 2, SEQ ID NO: 25 or SEQ ID NO: 4. toe 
YusZ or YusX homo l ogu e s compr i s e an am i no ac i d s e qu e nce at l e ast 70% i d e nt i ca l to th e 
sequ e nc e shown i n SEQ ID NO's: 2 or 25, or SEQ I D NO: 4, resp e ct i v e ly. 

Claim 73 (Currently amended). The method of claim 68, wherein the cell in step (a) is 
mutated in a position characterized as within SEQ ID NO: 1. SEQ ID NO: 24 or SEQ ID NO: 
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25. wsZ (SEQ I D NO's: 1 or 24); yusX (SEQ I D NO: 3), and/or yusY (SEQ I D NO: 5), or 
homo l ogu e s th e r e of. - 

Claim 74 (Currently amended). The method of claim 73, wherein the polypeptide has at least 
97% sequence identity to the polypeptide of SEQ ID NO: 2. SEQ ID NO: 25 or SEQ ID NO: 4the 
yusZ, yusX, and/or yusY homologues encod e a po l ypept i d e hav i ng an amino ac i d s equ e nce at 
l e ast 70% i d e ntica l to the s e qu e nc e shown i n SEQ ID NO's: 2 or 25, SEQ I D NO: 4, or SEQ ID NO: 
6, r e sp e ctiv el y. 

Claim 75 (Currently amended). The method of claim 73, wherein the polypeptide has at least 
99% sequence identity to the polypeptide of SEQ ID NO:2, SEQ ID NO: 25 or SEQ ID NO:4.t fre 
yusZ, yusX, and/or yusY homologu e s hav e a nuc le ot i d e sequ e nce at le ast 70% ident i ca l to th e 
s e qu e nc e shown in SEQ I D NO' s : 1 or 24, SEQ ID NO: 3, or SEQ I D NO: 5, r e sp e ctiv el y. 

Claim 76 (Previously presented). The method of claim 68, wherein the cell in step (a) is 
mutated in at least one polynucleotide, wherein a subsequence having a size of at least 100 bp of 
the at least one polynucleotide hybridizes with a polynucleotide having the sequence shown in 
SEQ ID NO's: 1 or 24, SEQ ID NO: 3, or SEQ ID NO: 5, or the respective complementary 
sequences, under medium stringency hybridization conditions. 

Claim 77 (Previously presented). The method of claim 68, wherein the at least one polypeptide 
of interest comprises an enzyme. 
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